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From Kyoto Station to Obaku by JR Nara Line, 7 min walk from Obaku.
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From Yodoyabashi or Sanjo to Obaku by Keihan Uiji Line (via Chushojima), 10 min walk from Obaku.
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Post-genomics may be defined in different ways depending on how one views the challenges after the genome. A traditional view
is to follow the concept of the central dogma in molecular biology, namely from genome to transcriptome to proteome. Projects are
going on to analyze gene expression profiles both at the mRNA and protein levels and to catalog protein 3D structure families, which
will no doubt help the understanding of the information in the genome. However complete, such experimentally determined catalogs -
of genes, RNAs, and proteins only tell us about the building blocks of life. They do not tell us much about how life operates as a
system, such as systemic functional behaviors of the cell or the organism. Thus, an alternative view of post-genomics is to go up from % . - =
the molecular level to the cellular level, and eventually to still higher levels, of the biological systems by analyzing complex interactions ) Deve%?gfnt;stemom I — |
among building blocks and with dynamic environments. | TN ARRE z;?\féhisa
Bioinformatics provides basic concepts as well as practical methods for integrating this view with the traditional view of i 28 v = ;
post-genomics. The Bioinformatics Center in the Institute for Chemical Research, Kyoto University was established in April 2001 in
order to promote basic and applied research in bioinformatics and to provide bioinformatics infrastructure in the post-genomic era. Its
activity is a substantial extension of the previous activity at the Kanehisa Laboratory, which is now part of the Bioinformatics Center. 1 F
Especially, KEGG attempts at uncovering and utilizing cellular functions of all organisms through reconstruction of protein-protein ) — s & = = = LEER EEL L M|L
interaction networks from the genome information. The Center is also responsible for operation of the GenomeNet database service. E
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Biological Inform

Development and application of new bioinformatics technologies including graph We study mathematical and algorithmic aspects of bioinformatics and systems biology. In
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algorithms and kernel methods; the KEGG database for understanding cellular functions particular, we analyze structure and dynamics of biological networks and develop discrete

. . . . . . i
by integrated analysis of genomic, chemical, and network information. Bioiﬁfﬁm%t?fs - Re = ¢ algorithms for analyzing various kinds of biological data.
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Computing and database services are provided by
Machine learning and data mining methods; knowledge discovery from diverse biological these machines for registered users in Kyoto University Advanced bioinformatics education and training with the cooperation of
data sets; analysis of chemical and genomic networks to capture biologically significant and for international research communities under the the Human Genome Center of the University of Tokyo, Boston University,
insights into the dynamics of life. GenomeNet service. and Humboldt University, Berlin.
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The Bioinformatics Center is actively involved in the 21st Century COE Program with Kyoto University's School of Pharmaceutical
Sciences as well as in the Bioinformatics Training Program with the Human Genome Center of the University of Tokyo. The advanced
bioinformatics education is supported by the education/training facilities including a lecture room installed with a video conferencing
system, a computer room for laboratory training, and an e-learning system consisting of a lecture video library. In addition, in
collaboration with Boston University and Humboldt University Berlin, overseas internship and annual workshops for students are

organized.

.Lectures and e-learning system
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Lectures on advanced bioinformatics are given at three places at a time using a video conferencing
system. (left) These lectures are recorded and made available as a video library. (right)
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Practce room with high-performance computers for programming and database cources.
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Annual international workshops “IBSB” are held in cooperation with Boston University and Humboldt
University Berlin. (left & center: IBSB 2005 in Germany; right: IBSB 2004 in Kyoto)
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KEGG is a highly integrated database of building blocks (genes and molecules) and wiring diagrams (pathways and networks) for
understanding life systems at the cellular and organism levels. It is utilized worldwide as a leading edge resource for deciphering the
genome. The GenomeNet service receives 10 million accesses on a monthly basis, making it the largest service hosted in Japan.
Passing the 10th annivesary in December 2005, KEGG aims at becoming the resource for medical, pharmaceutical, and other

practical applications.
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A GenomeNet
http://www.genome. jp/

A KEGG
http://www.genome. jp/kegg/
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The KEGG database is produced in this Database development room.




