EDUCATION AND RESEARCH ORGANIZATION FOR GENOME INFORMATION SCIENCE
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10:00 - 11:00 Peer Bork (European Molecular Biology Laboratory)
Predicting biological function at different scales

11:00 - 12:00 Steve Bryant (National Center for Biotechnology Information )
CDD: NCBI's protein family/subfamily classification database

13:30 - 14:30 Lynda Ellis (University of Minnesota)
Seeking the Vertebrate Secretome

14:30 - 15:30 llya Shmulevich (Institute for Systems Biology)
Eukaryaotic cells are dynamically ordered or critical but not chaotic

15:45 - 16:45 Cristin Print (University of Auckland)
What can the transcriptome tell us about blood vessel walls?

16:45-17:45 Dietmar Schomburg (University of Koeln)
From enzyme classification and metabolome research to systems biology
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Organized by “Education and Research Organization for Genome Information Science”




